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Cyrtogenius Iluteus ( Blandford) ( Coleoptera. Scolytinae) ,
a new pest of the Pinus thunbergii found in Qingdao

WANG Zihao', WANG Tingting’, CAO Peng’, YAN Feihong’, WAN Fanghao', WANG Junping' "
"College of Plant Health & Medicine, Qingdao Agricultural University, Qingdao, Shandong 266109, China;
*Bureau of Natural Resources of Laoshan, Qingdao, Shandong 266061, China

Abstract: [ Aim] Scolytinae was found on Pinus thunbergii in Laoshan, Qingdao City, Shandong Province. In this study, the col-
lected Scolytinae were identified to identify the species and to better investigate the biodiversity and carry out forest trunk borers and
control to provide a basis. [ Method] The morphological characteristics of the larvae, pupae, and adults Scolytinae collected from the
P. thunbergii in Qingdao were observed, photographed, and compared. The genomic DNA was extracted, and the sequences of the
mitochondrial cytochrome oxidase subunit I ( CO I ) were amplified and sequenced using general primers of the subfamily. The
sequences were compared with the existing sequences in the NCBI database. [ Result] Based on both morphological and molecular
biological identification, this collection was clearly identified as a Cyrtogenius luteus and was determined to have colonised Qingdao.
Adults were yellow of C. luteus and pronotum with similar transverse notches. Elytron with uneven grooves and with sparse pili around
body. Females have more hair than males of head. The phylogenetic tree ( ML tree) based on the CO I gene sequences showed that
the sequences from Qingdao samples and Ttaly samples were clustered into one branch with 100% confidence. [ Conclusion] The re-
sults of this study provide basic data for the rapid DNA identification of the Scolytinae, as well as a theoretical basis for the monito-
ring and control of the trunk borers on P. thunbergii.
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Table 1 Sequence information in tree construction of Scolytinae

NCBI % 35%%5 NCBI accession No. ' Species

SKAEH Location

0M802820.1 W IE/NEE C. luteus FE AT Qingdao, Shandong, China
JQ621834.1 A B/NEE: C. luteus BEKFIEE W D% 7 Marghera, Venice, Italy
JQ417240.1 Wit E/NEE C. luteus BHRH e W S By Chioggia, Venice, Italy
JQ417241.1 W B/NE: C. luteus BERFEJE W FEETT Chioggia, Venice, Ttaly
JQ417242.1 WA #HE/NEE C. luteus ERMZE AR -l R H/REE S, Biagio di Callalta, Ttaly
JQ621833.1 Wi B/ NEE C. luteus KBRS /R Z 4K Martellago, Venice, Ttaly
HMO064152.1 FLlh /N C. brevior
JX263811.1 C. africus B4l South Africa
AF438511.1 C. chirindaensis
AF187118.1 C. chirindaensis
MH115484.1 "5 15 B/ NEE Dryocoetes autographus %>~ Poland
AY962633.1 #E/NEE Dryocoetes luteus H1[E China
MH020497.1 A A Harmonia axyridis % 2% Poland
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E1 #EENE
Fig.1 C. luteus
Al 475 ;B 52 MRERZ; C o R T DI D SR ( 8 ) E SR ( @) .
A: Antennal funicle 4-segmented; B: Eyes broadly emarginated; C: Dorsal view of adult;
D Dorsal view of adult ( & ); E: Dorsal view of adult ( ? ).
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Fig.2 CO 1 gene phylogenetic tree of adult of C. luteus (ML)
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Fig.3 CO I gene phylogenetic tree of larvae and pupae of C. luteus (ML)
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Fig.4 Larvae of C. luteus and gallery in forest
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Fig.5 Infestation in P. thunbergii with adult and larvae of C. luteus
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