GR7/Eret il
JOURNAL OF BIOSAFETY

2023, 32(1): 8-11
http . //www.jbscn.net

DOI: 10.3969/j.issn.2095-1787.2023.01.002

E A =Py Rb ELOR W R
WEBEHR A P 1 A

XA E 0 BRY, SRENAR, YLENRE, Bt
" B R A FH AR P LT 1000265 2 B S K, T AAM 310018

. [ B9 ] WIshAL st 1 R ST IR Ar 2 h 8k 1 iR 2R b, RO S8 A A ARG E AR
B, [ D57 |l IR 25 27 R AE R DNA SRR -BEAR X AR () 393 A AR A E AT W) B 5 | I 5 A O SCRR 27
SrHT EEBZ -5 AT AR B DA, LR 0 e A B R 2 B AR 0, [ 45 5R ] M 4 R O A e M B
RS R A SRR TR AR H R A BRI A I o [ 4598 ] B Bl IR 27 9 15 A B AG BE 1  74

TR RIS

TP UL R AR RN RS2 07 %08 ROl E, 1] DNA Z 0B S BORSEA Tl B 4 5E | DT i o 4 (051D 1)

EUEH R
SRR IR KRR DNA AIBH0; Kb gkikay
Precaution of a potentially invasive pest Helix pomatia
invaded by mail
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'Science and Technology Research Center of China Customs, Beijing 100026, China;
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Abstract: [ Aim] To clarify the species, classification status, distribution and potential invasion harmfulness of the snail intercepted

in mail from Poland at Beijing port. [ Method] Both morphological characteristics and DNA barcoding were used to compare and i-

dentify the intercepted sample. The morphological characteristics of Helix pomatia were introduced, and also the similar species. The

intercept situation quarantine snail in China is discussed. [ Result] The snail is identified as the quarantine pest, Helix pomatia Lin-

naeus, 1758, which belongs to class Gastropoda, order Stylommatophora, family Helicidae. [ Conclusion] The quarantine pests in

mail should be paid attention by the customs departments. Our results suggested that the DNA barcoding method is effective in assis-

ting species identification in quarantine routine.
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A Apical view; B: Apertural view; C: Basal view; Scale bar=1 cm.
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Fig.2 Phylogenetic tree based on neighboring method (NJ)
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