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Evaluation of resistance to rice bacterial blight in
30 rice cultivars in Yunnan
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Abstract; [ Aim] Rice bacterial blight is a serious disease of this major staple crop. Landraces often contain resistence genes useful
for breeding, so testing such cultivarscan provide a basis for the prevention and control of rice diseases. [ Method] Resistance to 7
different pathogenic Xanthomonas oryzae pv. oryzae strains of 30 local rice cultivars from Yunnan Province was tested by leaf inocula-
tion. [ Result] Among the 30 tested rice cultivars, two showed resistance to all 7 pathogenic strains, while 15 cultivars were suscep-
tible to all pathogenic strains tested. The measured levels of resistance to the 7 different pathogenic strains ranged from 6.67% to
26.67%. In addition, the resistance ratio of regional trial materials was higher than that of the main cultivars. No resistance was
found in the local rice. [ Conclusion] Most of the cultivars in production have reduced or lost ability to withstand the dominant patho-
genic bacteria. Cv.s Yujing 16 and Nuodao JS42 were the resistant cultivars against the dominant pathogenic race FUJ in Yunnan
Province.
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Table 1 Rice cultivars tested for resistance against the major pathogenis strains in Yunnan Province, China

7oL Origin+ ZKHESHH Rice cultivar JKAEZEAY Rice type

{4111 Baoshan

# I Chuxiong

KH Dali

185 Dehong
217 Honghe
WYL Lijiang

I Lincang
Hh3%% Qujing

%} 16 Longke 16
EV 15 Changjing 15
B 11 Changjing 11
U 17 Xiujing 17
#4828 Chujing 28
#EHE 27 Chujing 27
£ % 39 Hexi 39
JAUFE 27 Fengdao 27
1541 8 Deyou 8
21545 Hongzaogu
A BE 16 Lijing 16
JNFRAS Xiaomagu
FHHE 8 Lijing 8
FH5okt Huangkenuo
KINA Dabagu

FEFH AP Main cultivar

X I Regional trial material
FER A Main cultivar
IXJEbAF} Regional trial material
FAk AT Main cultivar
FHAMF Main cultivar
FA A Main cultivar
AP Main cultivar
FA A Main cultivar
7RG Local material
DXk} Regional trial material
W7 G Local material
X3} Regional trial material
W /G Local material
WS Local material

e Origin JKFE SR Rice cultivar JKAEZEI Rice type
¥ Puer JS2 ¥ERE Nuodao JS2 X348 Regional trial material
TAEHHR IS Qianxinuo JSO  Kist#} Regional trial material
JS42 ¥#E Nuodao JS42 XK} Regional trial material
¥ Zinuo M7 Local material
JS15 ¥%5#5 Nuodao JS15 X%} Regional trial material
3CILI Wenshan  3CAF 11 Wendao 11 FHkMF Main cultivar
LA S 18 Bannahaonuo 18 AL Main cultivar
Xishuangbanna &% 3 5 Nongxing 3 X414} Regional trial material
JieP kRS Bannahaonuo 25 XA} Regional trial material
A¢ 2% 4 5 Nongxing 4 XidkA#) Regional trial material
EZ Yuxi A% 26 Yunjing 26 FR I Main cultivar

T HE 16 Yujing 16
T B 15 Yujing 15
ZHE 3 Yunjing 3

T 14 Yujing 14

IXizth1#} Regional trial material
FA A Main cultivar
FAFHA Main cultivar
FHHM Main cultivar

12 #lABEHHRER
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1 (highly resistant, HR) , lAH <5% ; 1 2 A HT (re-
sistant,R) , 5% < W AH <10%;3 A P41 (medium
resistance , MR ) ,10% < FLAH <25% ;5 & A H B (me-
dium susceptibility, MS) ,25% < HAH <50% ;7 %N
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Table 2 Resistance levels of 30 Yunnanese rice cultivars to seven pathogenic Xanthomonas oryzae pv. oryzae strains

X P AR T A A

JKFE S Rice cultivar Resistance to the pathogenic X. oryzase strain

X R TR R

JKFE 5L Rice cultivar Resistance to the pathogen X. oryzase strain

PXO® YN7 YNII HENI SCYC-6 FUJ YN4 PXO® YN7 YNII HENI SCYC-6 FUJ YNX4
7ok Huangkenuo MS S MS S MS MS S | EHI5 Yujing 15 S S S MS S MS S
FHFE 16 Lijing 16 MS MS S S S MS MS || JS2 #%#F Nuodao JS2 S R R MR MR MS MS
F 16 Yujing 16 MR MR MR MR MR MR || &4 Zinuo S HS S MS S MS MS
ZH# 26 Yunjing 26 MS S MS MS MS MS ZH# 3 Yunjing 3 S S MS MS MS MS MS
Eff 15 Changjing 15 S MS S S MS S RPN 18 Bannahaonuo 18 MS MR S S MR MS MS
FER} 16 Longke 16 MS HR MS MS MS || WifE 8 Lijing 8 R S MS MS HS MS MS
SCAE 11 Wendao 11 MS S MS MS MS S MS || Ui 17 Xiujing 17 MR MS S MS MS MS MS
JRUF 27 Fengdao 27 MS S S MS MR MS FBE 27 Chujing 27 MR S MS MR MS MS S
/NFRAY Xiaomagu MS MS MS MS MS MS S || K4 Dabagu MS MS MS MS MS MS MS
JS15 ¥ F& Nuodao JSIS  MS MS MS S S MS MS || £&% 35 Nongxing 3 MS MR MS MR S MS MS
FEHE 28 Chujing 28 S S MS S S MS S || EX14 Yujing 14 MR MR S MS MS MS MS
JS42 ¥HA8 Nuodao JS42 R MR MR MR MR MR MR || {R4%k525 Bannahaonwo 5 S MS R MS MS MS
T2k IS0 Qianxinuo JS  MS MS MS MS MS MS || f&%4 5 Nongxing 4 MS HS MS HS S MS
EVfii 11 Changjing 11 MS MS S S MS MS || f{f 8 Deyou 8 MS S MS MS MS MS R
21243 Hongzaogu S MS MS S MS S || A% 39 Hexi 39 MS MS MS MR S MS MS

HR:#$L Highly resistant; R:¥T Resistant; MR: H1HT Medium resistance; MS: /i Medium susceptibility; S: /8 Susceptibility; HS: /g%

Highly susceptible,
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0
AP35 Nongxing 3 25
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A8 Lijing 8 21
UHiA 17 Xiujing 17 22 B
THF14 Yujing 14 26

KR 4N 2% 18 Bannahaonuo 18 20
JS2¥EFE Nuogu JS2 12
F#E¥%JS50 Qianxinuo JS50 13
f£#}16 Longke 16 3
FAF16 Yujing 16 6
JS42%% & Nuogu JS42 17
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Fig.1 UPGMA cluster analysis of 30 cultivars based on resistance to seven pathogenic Xanthomonas oryzae pv. oryzae strains
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