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First interception of Sitona lineatus ( Coleoptera. Curculionidae)
from imported poplar in China

CHEN Wei" , HU Meng, LUN Caizhi, XU Hao, YANG Juan
Linyt Entry-exit Inspection and Quarantine Bureaw, Linyi, Shandong 276034, China

Abstract: [ Aim] In September 2016, a specimen of an unidentified alive weevil was detected by the Linyi Entry-exit Inspection
and Quarantine Bureau, China on poplar logs imported from Germany. [ Method] The insect was identified using morphological char-
acters, mitochondrial DNA cytochrome oxidase I gene (mtCOI ) sequence and phylogenetic analysis. [ Result] Identification using
morphological characteristics indicated that this insect was Sitona lineatus L. ( Coleoptera; Curculionidae). This was confirmed by
the 100% homology rate of COI sequence of this insect and mtCOI sequence of S. lineatus in GenBank. [ Conclusion] The results
unequivocally confirmed that the intercepted insect was S. lineatus. This is the first intercepted specimen from imported poplar logs,
indicating the possibility that the pest can reach China; attention needs to be paid by inspection and quarantine departments to its
possible presence.
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Fig.1 A close-up photograph of the morphological characteristics of S. lineatus intercepted at imported poplar logs on September 2016
AT B JE TR,

A Dorsal view; B:Ventral view.
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SEUNYRES Sitona lineatus  F5[E Germany KM444588 100 || 4804 Sitona lineatus  T2F Germany KM441646 99
SBMYEIS Sitona lineatus ISR Canada KM846028 100 || 2REURIESR Sitona lineatus  f8[F Germany ~ KM440183 99
HRERIEL Sitona lineatus T Germany ~ KM445983 100 || 4HLCHYRISR Sitona lineellus  JIEER Canada KM843822 88
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I Sitona lineellus KM843822
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Sitona lepidus KJ965409
Sitona languidus KM443419
Sitona callosus MF594624
Acanthoscelides obtectus NC035677
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Fig.2 Phylogenetic tree based on COI sequence
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